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How TIGR-Tas targets DNA without being CRISPR

A tigRNA guide uses two spacers to posftfon a Tas protein on both DNA strands.

1. TIGR array 2. Tas complex 3. DNA target

the locus encodes guide RNA the guide loads into the protein two spacers read the two strands

XX

tigRNA guide double-stranded DNA

programmable in v not a mature
two spacer segments principle, not yet mature PAM-free editor

NOT SHOWN BY THIS PAPER
* a CRISPR replacement ready for routine editing * aknown natural immune function for every TIGR-Tas system

* an efficient human-cell editor or a therapy
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