- %e [
CLEAN PAPER

/_V\

WHAT THE PAPER SAYS - WHAT IT DOESN'T - WHY IT MATTERS

v K)oy s O suine RNA-guided

DNA- RNA-guided § &5\ ys TIGR-Tas 2 yiaz < S search LL.\& < sequences & *shapes® (s,
Winy € O _iw W 2K parasitic 5\ (p 5\ bacterial 5 o3\’ «O\S\s unknown previously § (\!és targeting
o\ —u 2@, strands opposite S DNA o segments targeting separate s> lettersc 36¢\,.' A—2&_ unusual RNA
cut precisely § DNA members nuclease-bearing - s & y3 2 S motfi PAM adjacent w§\° S S CRISPR

near- £\ 53\ (S § 4 edit e percent) yar) Saf)g ? S s program e Ao 3L e\ K ep 2§
O\\e RNA-guided ~ -2 35 edit RNA (o Jo 2 )& o Vi o (g jutin snoRNP & WSS o csla

**mature concepte of 53 3o\ CB\ 33 W¥\w-basic—2_ chassis \ LA < 33 o2\ 43\ expansion i S
- QJ\"‘\s e job 3,58 S o\ o ‘_g\;- -~ therapy « e 70,2 “CRISPR ** . editor (ye

Written by Lucio Vaglio - Cross-checked by Laura Nesso - Edited by Michele Renda - Figures by Laura Nesso and Nova

Vela - Al-assisted, human-reviewed

Paper: TIGR-Tas: A Family of Modular RNA-Guided DNA-Targeting Systems in Prokaryotes and Their Viruses, Guilhem Faure, Makoto Saito,
Max E. Wilkinson et al.; Feng Zhang (corresponding author), Science ,388 ,6746 eadv9789 (2025) - DOI: science.adv9789/1126.10


https://doi.org/10.1126/science.adv9789

bl Ul THE CLEAN PAPER

s 5 K e S oge Y Sl § el o

CRISPR™- L St 5 Db ) -dsr S g 550 & ol 2 W o G (o) Al Slile 08 S
'Lﬁéﬁ J}.,\s'- OJL*_} d)w WJJ\_L ng.: grm%-.) OJL._.) &L uﬂ‘ VK J,.a‘

PSS ey § 2wl N Sleay § eV 0 S gt e Ol sl dly 5 ke S CRISPR
ey glo—lozn, b8 by (KUK RNA o5 &2 & ol 0% by e Wire- Ky b Jitue J & oo o o
programmability g. -2 bl> Joy CGas (o Ls, 2 bl ot ooy 2§ Calles b § Liny ol ) 2o
o e n sl g pls Vs Sy § 2l o ST sty CRISPR (e & $6 -2 oy ool § 2L Jg S CRISPR

T S W 6 P 03 55 e 3 or pLB) iz S ol 12 bgmy Jlpu 15 S

How TIGR-Tas targets DNA without being CRISPR

A tigRNA guide uses two spacers to posftion a Tas protein on both DNA strands.
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